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FIBREERFAT, DNBSEQ-GIMRIER E M IR IR, £ FDONSBEQ-GO9, AlfuRE—""
F2HEENRFR A, FIEnEERNE . NERATREWCSNFE S,

It5h, DNBSEQ-GO9AS 5 & it m#siEtat, RIRAIENFFIa/E82.5/ N\ ARISE—

HTHEEE (N34 SE40) o

££REIZ#T Onco panel PE100/PE150 /)y panel: ~1Gb/ #7 12/FC, 24/RUN 24/FC, 48/RUN 48/FC, 96/RUN
HZE: ~5Gb/ ##4 2/FC, 4/RUN 4/FC, 8/RUN 9/FC, 18/RUN
RE PE150
r ﬂﬁﬁﬁ\/ FE LR AN 200/FC, 400/RUN 400/FC, 800/RUN 800/FC, 1600/RUN
HEoRll
{ERE WGS N PE100/PE150 IEI%IE panel: 5M reads/ #4s 8/FC, 16/RUN 16/FC, 32/RUN 32/FC, 64/RUN
HRANF PE150 #E panel: 5M reads/ ##4s / 1-2/FC, 2-4/RUN 3/FC, 6/RUN
r ERE RARRZ=ERA PE150 15Gb/ #4x 2/FC, 4/RUN 4/FC, 8/RUN 9/FC, 18/RUN
4E. HS WGS NF SE50/SE100 ~5Gb/ #4s / 4/FC, 8/RUN 8/FC, 16/RUN
r B R RBE {ERE WGS NF PE100/PE150 Meta: 20M reads/ #7x 12/FC, 24/RUN 24/FC, 48/RUN 48/FC, 96/RUN
ERANF PE300 BE: ~1Gb/ #A / 640/FC, 1280/RUN 1280/FC, 2560/RUN
AN R 16/FC, 32/RUN
{EREE WGS . ~ 0.1 M reads/ #7< / 8/FC, 16/RUN 6/FC,’ 12/RUN
RNA-Seq SE50
E%K / 4/FC, 8/RUN 8/FC, 16/RUN
EHRANF DNA $FEiR! SE50/PE150
SE400 96/FC, 192/RUN /
Bk DNA signature identification SE400 ~0.8M reads/ #7< / FC, 192/RUN
F ORI
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* TR , AR TISHEAT
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e — FCS 40M App-D PE150 12-24Gb >90% >85% 11h
SE100/PES0 8-16 Gb >90% >85% Sh
PE150 24-48 Gb >90% >85% 12h
App-D SE100 8-16 Gb >90% >85% 5h

FCL 80M
App-D PE150 24-48 Gb >85% >85% 12h

2 1

App-D PE300 48-96 Gb >85% >80% 30h
SE400 32-64Gb >75% >70% 20h
App-D SE100 16-32Gb >90% >85% Th
FCU 160M App-D PE150 48-96 Gb >85% >85% 16h
App-D PE300 96-192 Gb >85% >80% 35h
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Total reads (M) Q30(%) Q40 (%) SplitRate (%)

T 136.66 97.88 94.35 99%

MEEZSIRENEI AR S5 H £ A — H#E0925.5h (FFPEFEZS) , 21.5h (I &+ 4%)

°* RIRER
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BERL RERSSETIEBEFRAR
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THEORETICAL MUTATION

IJJJF_ n...\—n

ERMFEXENFRT, FH~H136.66M reads, Q30FA
97.88%, Q407]1A94.35%. 8 MF A B & pooling E#l, #{&kif 5
#99%, B MELRFDERE.9%, HEAFENE—4HME, BEE
BEIRE B DT,

ﬁ*ﬁ':u—n

o [RIEFSIT: BELITE (mapping rate) . FEER (on target rate) . :
FNY—1% (0.2x coverage) THEORETICAL MUTATION
o XfDNBSEQ-GOERREIR LN st H R S IO R T HR=E 1.2 PP Ll e e 0 (4
1TXTEL, FFPERE AN G SR ER A IR 10 47K . DNBSEQ-G99F
BRI 100%76 H SR T ARER1E5%H0 1% 2o

El1-1 FFPEARER KRR EIAR SIBICHAER (1%) iR

B Theoretical
Mutation Frequency

M Variant Read
Frequency

MUTATION FREOUENCY
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Total reads (M) Q30(%) Q40 (%) SplitRate (%)

SM2.0+0S4.0 129.49 96.17 90.85 93.72

SM2.0 127.37 95.62 90.17 93.72

° RINER
¥  Zs: Zymo Research D6305 Microbial Community DNA Standar sua
i2EEF%A:  NadPrep® [RIRDNA BS )X EEIDIZRFI= V2 WERE
MIRZRRE:  SE100XbarcodellfF
MK B M AN REAER AN EERET

TEEZFRTE

I KE

BiREE
FHRKE
m EHIFL

| —5 RN
m EREE

EPBIKE

5&“@:’1&\2% K H A E

THF=H125M reads , Q30m]1£96%, Q4035ZI90% L o SM2.0 SREERERE
EEOS 4. 0MNER S B UEREER.
REINTE

gt

o STH T AHMIRTS 5, R ARRIR LTS AR R th = B A — 5,
o REMEYHEIRG (PFI) BT, RIS ELE R ST RFHE Cryprococcus

FhE—3, 0.00% 2.00% 4.00% 6.00% 8.00% 10.00% 12.00%

B 2-1 REF LG AR FE
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EIEFNF

JES ;. NA12878

274 SureSelect XT HS2 DNA StarterkKit, MGIEasy ESTIDNASZE I &1X I B
MIAERRE:  PE1503barcodeiliF

MHBER: M FEXEIHEFRINEES

A SE

TH17=H130M reads , Q30FI3A£96%, Q403X F91%A £o

PB4

» Mapping rate, duplication ratefimismatch rate3g47/Kk T,
SM2.04ERF SMIFTIE L,

o MFLR

* NMrLER

100.00%
99.80%
99.60%
99.40%
99.20%

99.00%

4.50%
4.00%
3.50%
3.00%
2.50%
2.00%
1.50%
1.00%
0.50%
0.00%

Total reads (M) Q30(%) Q40 (%) SplitRate (%)

130.96 96.64 91.94 97.46

99.81% 99.83%

W SMiF
M SM 2,015

3-1 Maping Rate 3¢tt

| SMigF)
M SM 2,017

3-2 Maping Rate XLt

AR ER, TSR TFISUEIaTT.




o MFLR:

INBUEL LA
~ Total reads (M) Q30 (%) Q40 (%) SplitRate (%)
167>

App-D PE300 129.49 129.49 90.85 93.72

FEAZRA:  Zymobiomics D63054TH &
EEERFIE: ATOPlex 16S&18S rDNAEZEFIESE
MEH:  App-D PE300barcodeiliFE
MXER:  MIRTF AT I F 165X ENRNIEE

El4-1 Fi90Esit

e A S

o THLF=H131M reads , Q30E]iA97%, Q405AF94% A Lo

* SFhLER:

o SHMTAHEL, GOOTAMATTE, FEFAE., Filtered Rate MergeRate Filtered FeatureRate Filtered

DNBSEQ-G99 90.20% 99.77% 89.86%

ﬁ*ﬁlé\é:é: Vendor A 81.57% 94.29% 74.10%

Vendor B 89.35% 99.85% 89.18%
e Filtered Rate. MergeRate Filtered. FeatureRate filtered#s

IR EAM o
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o MFFLER:

IR AVEE
/l\ 1Z|S -I'/E{ 7 IJ Y E 5JH|J }_%’_ Total reads (M) Q30(%) F"sé;g‘(’;gfde

Run 1 125.78 67.18 97.92
Run 2 127.74 66.45 97.31
Run 3 127.46 64.97 96.74
Run 4 119.63 64.07 95.70
Run 5 130.29 66.51 97.44

Run 6 130.36 65.38 97.09
BEZRISEL: S5 1E MAIRBIDNASE
EERFS: MGIEasy MAIRFIZERIFIAFIS
MFFEREE:  SE10+10+400
MEXERY:  FESE4A00 SM2.0I5IXT T MAIR B SR BI R0 H =R A —FR

Average 126.88 65.76 97.03

* BhLER:

100 I B rm | B m
il &4 4 o || || ||
NIl 99
IJ\J gll_.\—l:l 98.5 - - -
o o o H H ||
* 6 runfiyTotal reads¥3EEX126M, 57100cycle Q30F1Y s - - -
R o [ | -
o NBEER| DL R AR 2 RAZAT 8] <30/)\B %65 - - -
o H H ||
o535 || || ||
ﬁ*ﬁ' &4 o4& 95 || || |
eh=A 2 3 4 5

o XENrUNET T T RRIETH0GT, STRILS Mt A5 = Detectonate (RI[=77.70) - Consstency [7)(=77.70]

KGR TN, 5-1 Comparison betwwen Detection Rate (%) and Consistency (%)

19 *For research use only. Not for use in diagnostic procedures




*Ijl.;*g %%5[ Dimension (W*D*H)/Net Weight

Eame DNBSEQ-G99RS IRAEFASTQX fHiR = th
oo =
DNBSEQ-G99ARS REEEITEER, AIHITER I
R~ (W*D*H)/ %= 607*689*657 mm/~140 kg
BE 100 V-240V
BiE SR 50/60 Hz
MEHE 1000 VA, BIRERER/VF10 A
LCDABIE R RR
iR fRIERR 21.5%F
AR E 19201080
RARE* 75 dB(A)
ShRBAIFFR IPXO
BE 15-30°C
RVEIFIE** EEE 20-80 %RH
ASEHTE 70 kPa-106 kPa
BRAEREE 3000 m
CPU Intel 19-10900e 2.80 GHz
R AR E P 6468
AR A 6TB
BRIFRG Windows 10
CPU Intel Xeon 5220S 18C/36T 2.7GHz * 2
ke 256 GB
R4 960 GB
EEIEREE
= Era 960 GB
534 32TB
2558 FIKRIA5HEO * 2

RERER
* R BN BN RFRAARS

FRIEREANESHITIMEERASELENERUE LHETNEMIEFHN

ER

ITaERE

e

FCS

FCL

FCU

UERER, NIRRT IS

1
)

900-000610-00
940-000419-00
940-000422-00
940-000522-00

940-000425-00

Fmss
900-000611-00
900-000608-00
940-002649-00
940-001268-00
940-001269-00
940-001267-00
940-001274-00
940-001716-00
940-001757-00
940-002776-00
940-002775-00
940-002773-00

940-000624-00

FRANTRES
DNBSEQ-G99RS
DNBSEQ-G99ARS
DNBSEQ-G99RS =@ &illF i 77 E % (G99 App-D FCS PE150)
DNBSEQ-G99RS il & llF i 7| &% (G99 FCL SE100/PES50)
DNBSEQ-G99RS =il &l i 71 E%E (G99 FCL PE150)
DNBSEQ-G99RS =@ & i &% (G99 App-D FCL SE100)
DNBSEQ-G99RS &l &IF iz F1E % (G99 App-D FCL PE150)
DNBSEQ-G99RS i &illlF 7154 (G99 App-D FCL PE300)
DNBSEQ-G99RS il &l 51 IE%E (G99 FCL SE400)
DNBSEQ-G99RS =@ & i E % (G99 App-D FCU SE100)
DNBSEQ-G99RS =i &1z 5715 % (G99 App-D FCU PE150)
DNBSEQ-G99RS i@ &l it IE%E (G99 App-D FCU PE300)

DNBSEQ-G99RS &t & (G99 SM FCL)

(k]

DNBSEQ-G99

MIFF R ELEAIAFE B a R EERSNFE) (G99 SM FCL SE100/PE50)

W RREERNTIE X SR HER S NF%) (G99 SM FCL PE150)

MIFF R ELEAIAFE B AR EERENEE) (G99 SM App-D FCL SE100)

MR ELEAIRTIE (B SR EER SR Z) (G99 SM App-D FCL PE150)

IR ER, TSR TISUEIaT.
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(AtmAtia), TYER 9:00-12:00. 13:00-18:00)
LU BEE M 2 EE SRR,

AR 0 TEES

Bk, Bt HETE

EEIRS N EFKMMXIR T 3
@ L, RHFERHEEE N

©

LB NREAIESE ST (i TR S M A ERIR & RIEARSS
fRft—uba9ARSS. WFEZREMEMERIRS, B
BRI ERS.

MWRETERNEEIFANEER % WEBEF, BEOBEHN LK

EREHAR AT E %
I, EREHIMRHZ MRS
ERIRS SR, AREBITRE
e

MEF = mEKb%

E DNBSEQ-E25

B¥ReadsE: 25 M
Number of flow cells: 1

B Dotc output: 2.5-75Gb

DNBSEQ E Series Sequencer

()

DNBSEQ-GS50 DNBSEQ-G400 DNBSEQ-G9%9
B Reads#8: 100-500 M B Reads#t: 300-1800 M B Reads#L: 80 M
HRHE=E1 HRHE 2 HRHE=E2

s 10150 Gb s 55-1440 Gb B 8-96 Gb

DNBSEQ G Series Sequencer

v
- -

DNBSEQ-T7 DNBSEQ-T20x2 DNBSEQ-T1+

B Reads#i: 5800 M B Reads#: 40 B B Reads#l: 500-2000M

HEHE 4 HRHE6 HRHE 2

L 1-7Tb BiEF=H: 42-72 Tb BB 26 Gb-1.2Tb

DNBSEQ T Series Sequencer

IR ER, TSR TISUEIaT. 24
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- DNBIISUSEIRF 68% - EUSTEIRE BRI IR

SREE (41:°C)
DNBSEQ-G99 BHPCR

BimRE

RISRE

Bifia] (8411 :s)

SRR F HTEIR PR BIRERERR
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TEEEIRZN

TEIBREEMFEY, DNBSEQ-GIIMRIER ERIEIER B, & FDNSBEQ-GO9, Bl RE@mE—"
F2HEENRFR A, FIEnEERNE . NERATREWCSNFE S,

e

Itt5h, DNBSEQ-GO9AS 5 & it m#iEtat, RIRAIENFFHIa/E82.5/ N\ ARISE—
HTHEHE (I8 SE40) o

££REIZ#T Onco panel PE100/PE150 /)y panel: ~1Gb/ #7 12/FC, 24/RUN 24/FC, 48/RUN 48/FC, 96/RUN
HZE: ~5Gb/ ## 2/FC, 4/RUN 4/FC, 8/RUN 9/FC, 18/RUN
RE PE150
r ﬂg}égﬁ“%ﬁ LR AN 200/FC, 400/RUN 400/FC, 800/RUN 800/FC, 1600/RUN
{ERE WGS N PE100/PE150 IEI%IE panel: 5M reads/ #4s 8/FC, 16/RUN 16/FC, 32/RUN 32/FC, 64/RUN
HRANF PE150 #E panel: 5M reads/ ##4s / 1-2/FC, 2-4/RUN 3/FC, 6/RUN
r ERE RARRZ=ERA PE150 15Gb/ #4x 2/FC, 4/RUN 4/FC, 8/RUN 9/FC, 18/RUN
4E. HS WGS NF SE50/SE100 ~5Gb/ #4s / 4/FC, 8/RUN 8/FC, 16/RUN
r B R RBE {ERE WGS NF PE100/PE150 Meta: 20M reads/ #7x 12/FC, 24/RUN 24/FC, 48/RUN 48/FC, 96/RUN
ERANF PE300 BE: ~1Gb/ #A / 640/FC, 1280/RUN 1280/FC, 2560/RUN
A RE 16/FC, 32/RUN
{EREE WGS — ~ 0.1 M reads/ #¥7< / 8/FC, 16/RUN 6/FC,’ 12/RUN
RNA-Seq SE50
EE: ~25 / 4/FC, 8/RUN 8/FC, 16/RUN
EHRANF DNA iR SE50/PE150
SE400 96/FC, 192/RUN /
Bk DNA signature identification SE400 ~0.8M reads/ #7< / FC, 192/RUN
F ORI
i

OHBEBEFRFABBRUTAESE , RESIERERF AR ERRIELHETIAE
AR , MSATISUE0aTT
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-__-____,_-—-"-"’_d FCS 40M App-D PE150 12-24 Gb >90% >85% 11h
SE100/PE50 8-16 Gb >90% >85% 5h
PE150 24-48 Gb >90% >85% 12h
App-D SE100 8-16 Gb >90% >85% 5h
FCL 80M
App-D PE150 24-48 Gb >85% >85% 12h
’ ' App-D PE300 48-96 Gb >85% >80% 30h
SE400 32-64Gb >75% >70% 20h
App-D SE100 16-32 Gb >90% >85% 7h
FCU 160M App-D PE150 48-96 Gb >85% >85% 16h
App-D PE300 96-192 Gb >85% >80% 35h

1% StandardMPS 2.0 (SM 2.0) 53255 Q40 $IEAIF= o
**f ziﬂlJE?ETJieﬂﬁ%mﬁﬂuﬁﬂﬂmlﬁjEﬁiﬂuriﬂgéﬁiﬂﬁtéo

& r

HARAEZ R SES0. PEL00 K, FEHXEEI&E SES0. PE100 MR,
App-D AAAE llumina Truseqs Nextera Sk FILE A BB AI5|
PE300. SE400 KRN AIULHARGER, FEATFI2HEIaTT.

[=pues

AR TR E I
EEDTEEX

DNBSEQ-G99

BRI E AR
WEF-EfEE=A—

DNBSEQ-G99A

, TS24 ILMN Tli.’éjc*s“.‘i‘é Mo

EE:

BEEERENDMESE. THEH

SMEEIRS SRR R

EA:

EEIBERIZB R BRI

BRSAR

“* BF Q30 WRMER DL RIZTHE RS EMEXERET StandardMPS 2.0 iiﬁ??']iisl‘ BOBITTHME, KRN ARNZHARE, XERE. BN RKESZM,

IR R, FERTFISHIAT.
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o MFLR

Total reads (M) Q30(%) Q40 (%) SplitRate (%)

THIER 136.66 97.88 94.35 99%

MEEZAIRENE SR St £ 02— H#ER325.5h (FFPEREZS) , 21.5h (& 4x)

* DIRLER
> 5%
O
=
W 4%
8 M Theoretical
O Mutation Frequency
[T
% 2% © M Variant Read
= Frequency
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o MR

&

R

Total reads (M) Q30(%) Q40 (%) SplitRate (%)

SM2.0+0S4.0 129.49 96.17 90.85 93.72

SM2.0 127.37 95.62 90.17 93.72

* DHLER

TEE
AERE

HEFRTE

b IKE

BiIBE
FHRERE
m EHIFMY

W —5ER
m EREE

ERHIRE

Riass R E

AR BRPBE

REIHE

RERES

Cryptococcus
0.00% 2.00% 4.00% 6.00% 8.00% 10.00% 12.00%
2-1 REBME G ARG FE
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o MFER

Total reads (M) Q30(%) Q40 (%) SplitRate (%)

SM2.0 130.96 96.64 91.94 97.46

* DRLER

100.00%

99.81% 99.83%
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99.60% | SMiF
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3-2 Maping Rate X3t
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BEAZER . Zymobiomics D63054T R
EEERFIE: ATOPlex 16S&18S rDNAEZEFIESR
MEFSREE:  App-D PE300XXbarcodeillFF
MXERY: WA TFEXT B F16sXERNEES

M S5

o THLFH131M reads , Q30E]iA97%, Q405AFI94% A Lo

o SHMFAMELL, GOIFBHAE TR, MEERE,
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e Filtered Rate. MergeRate Filtered. FeatureRate filteredig
R FEM o



o MFLR:

Total reads (M) Q30(%) Q40 (%) SplitRate (%)
SM2.0
App-D PE300 129.49 129.49 90.85 93.72
* QELR:
120
100 g —
) — —
80 | — m EREIE
&0 . - ﬁﬁjA
40
. ZmB

* DhLER:

DNBSEQ-G99
Vendor A

Vendor B

E4-1 yQEaEie

Filtered Rate MergeRate Filtered

90.20% 99.77%
81.57% 94.29%
89.35% 99.85%

FeatureRate Filtered

89.86%

74.10%

89.18%

AR ER, TSR TFISUEiaT. 18
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o MFLER:

First 100 Cycle

Total reads (M) Q30(%) Q40(%) Q30(%)
Run 1 125.78 67.18 62.52 97.92
Run 2 127.74 66.45 61.09 97.31
Run 3 127.46 64.97 59.27 96.74
Run 4 119.63 64.07 57.30 95.70
Run 5 130.29 66.51 61.14 97.44
Run 6 130.36 65.38 59.99 97.09
Average 126.88 65.76 60.22 97.03

* DIRLER:

100
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o L

M Detection Rate (%)(=99.70) M Consistency (%) (=>99.90)

5-1 Comparison betwwen Detection Rate(%) and Consistency(%)




*Ijl.;*g %%5[ Dimension (W*D*H)/Net Weight

Eame DNBSEQ-G99RS IRAEFASTQX fHiR = th
oo =
DNBSEQ-G99ARS REEEITEER, AIHITER I
R~ (W*D*H)/ %= 607*689*657 mm/~140 kg
BE 100 V-240V
BiE SR 50/60 Hz
MEHE 1000 VA, BIRERER/VF10 A
LCDABIE R RR
iR fRIERR 21.5%F
AR E 19201080
RARE* 75 dB(A)
ShRBAIFFR IPXO
BE 15-30°C
RVEIFIE** EEE 20-80 %RH
ASEHTE 70 kPa-106 kPa
BRAEREE 3000 m
CPU Intel 19-10900e 2.80 GHz
R AR E P 6468
AR A 6TB
BRIFRG Windows 10
CPU Intel Xeon 5220S 18C/36T 2.7GHz * 2
ke 256 GB
R4 960 GB
EEIEREE
= Era 960 GB
534 32TB
2558 FIKRIA5HEO * 2

* RABERERERANBEEIINEIMAERABERNEMUE LHTUENITEFHAER

B EREA
T ENEENRASREALS
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FCS

FCL

FCU

R, TSR T IZREUATT

41
L)

900-000610-00
940-000419-00
940-000422-00
940-000522-00

940-000425-00

RS
900-000611-00
900-000608-00
940-002649-00
940-001268-00
940-001269-00
940-001267-00
940-001274-00
940-001716-00
940-001757-00
940-002776-00
940-002775-00
940-002773-00

940-000624-00

RUO’

FEmATRES
DNBSEQ-G99RS
DNBSEQ-G99ARS
DNBSEQ-G99RS i@ & i &4 (G99 App-D FCS PE150)
DNBSEQ-G99RS i &illlF i 7IE%E (G99 FCL SE100/PE50)
DNBSEQ-G99RS =il &5 i 7 &% (G99 FCL PE150)
DNBSEQ-G99RS =il &5z 571 E %k (G99 App-D FCL SE100)
DNBSEQ-G99RS =@ &illF i 77 E % (G99 App-D FCL PE150)
DNBSEQ-G99RS i &l it 1152 (G99 App-D FCL PE300)
DNBSEQ-G99RS il &l i 71 E%E (G99 FCL SE400)
DNBSEQ-G99RS 7l &l iR 7% (G99 App-D FCU SE100)
DNBSEQ-G99RS =@ &I i &% (G99 App-D FCU PE150)
DNBSEQ-G99RS i &l i fIE%E (G99 App-D FCU PE300)

DNBSEQ-G99RS i&#titfl= (G99 SM FCL)

IVD

[lE ]
DNBSEQ-G99
MEFERRBAIRNE B SREHEERANFE) (G99 SM FCL SE100/PE50)
WA R EERIRAR EXSRTEERSNFE) (G99 SM FCL PE150)
MW REBARTE SR EERSNEFE) (G99 SM App-D FCL SE100)

W RRABARTE X SR EERSMEFE) (G99 SM App-D FCL PE150)

AR ER, TSR T ISUEiaT.
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MEF ™= mZK %

DNBSEQ-GS0

B Reads#l: 100-500 M

BRI 1

e 10150 Gb

E DNBSEQ-E25

B Reads#: 25 M
Number of flow cells: 1

_ Data output: 2.6-7.5 Gb

DNBSEQ E Series Sequencer

DNBSEQ-G400 DNBSEQ-G99
B Reads#: 300-1800 M BWReads#y: 80 M
BRHE 2 BREE: 2

HHE B 656-1440 Gb HHEFH: 8-96 Gb

DNBSEQ G Series Sequencer

DNBSEQ-T7
B¥ReadsE: 5800 M
HAHE 4
BiEr=H:1-7 To

- -
DNBSEQ-T20x2 DNBSEQ-T1+
B Reads#: 40 B B ReadsEl: 500-2000M
HRH=6 HRHE=E 2

BHEFEE: 42-72 Tb e 26 Gb-1.2Tb

DNBSEQ T Series Sequencer

IR ER, AT ISUEAET.
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BEM: mgi-tech.com
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